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AMENDIVfE IVTS TO T ^RK CLAIMS 

This listing of claims will replace all prior versions, and listing . of claims 
in the application. 

Listing of the Clatms 

Claim 1 (currently amended): A method for differentiating DN ^ species 
originating from cells_of different individuals in a biologioQl sompto , the meth< d 
comprising the atep steps of 

£a} obtaining from one of the individuals a biological sampj i 

comprising the cells o f difTerent individuals, wherein the cells comprise the Dt A 
SP^fiii^^; and 

dotcmiining cpigenetio difToronooa detecting a methvlati -n 
difFerence between Aese Oie DNA species^ 

wherein detection of a methvlation difference indicates DNA j^ p cies from 
different individuals . 

Claim 2 (cmtently amended): A method according to claim 1 w lerein the 
epigonotic difToronoe io a difrercno'o in DNA mothylation biological sample is a fluid or 
cellular sample or a mixture thereof . 

Claim 3 (original): A method according to claim I wherein the 1 iologlcal 
sample is plasma or senim. 

Claim 4 (original): A method according to claim 1 wherein the t .ological 
sample is blood. 
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Claim 5 (original): A method according to claim 1 wherein on of the 
individuals is a pregnant female and the other individual is an unborn fetus. 

Claim 6 (original): A method according to claim 1 wherein on of the 
individuals is a transplantation recipient and the other individual is an organ d nor. 

Claim 7 (original): A method according to claim 6 wherein the 
transplantation is a bone marrow transplantation. 

Claim 8 (currently amended): A method according to claim 1 i irther 
comprising the step of 

Ic) measuring concontrations the concentration of the DNA species 
having on opigonotic difforoncc . 

Claim 9 (canceled) 

Claim 10 (currently amended): A method according to claim 3 , fUrther 
comprising the step of; 

M adding sodium bisulfite to the biological sample or to th. DNA 
species to dotcot aDNA mothylotion difforoncc . 

Claim 1 1 (currently amended): A method according to claim 2 further 
comprising the step of: 

£cl performing a methylation-specific polymerase chain rea< :ion <e 
d e t e ct a DNA mothylotion difforonco . 

Claim 12 (currently amended): A method according to claim +6 L further 
comprising the step steps ofc 
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(c) amplifying t he DNA species to generate a PGR produc- and 

sequencing DNA to det e ct a DNA m e thylation difforcn « the PGR 

product . 

Claim 13 (currently amended): A method according to claim 4 ) i fiarther 
comprising the step ofi 

fc) performing primer extension to dotoot a DNA mothylati m 

diffGrcnoc . 

Claim 14 (original): A method according to claim 5 wherein tV j 
biological sample is maternal plasma or serum. 

Claim 15 (currently amended): A method according to claim 1- further 
comprising the step of; 

£c) measuring the concentration of fetal DNA in maternal p asma or 

serum, 

Claim 16 (original): A method according to claim 15 wherein tl ) 
concentration of fetal DNA measured is used to predict, monitor or diagnose o 
prognosticate a disorder. 

Claim 17 (currently amended): A method according to claim 5 /herein f« 
Cfpifionotio mark the methy lation difference is associated with a fetal or matenu disorder. 

Claim 18 (original): A method according to claim 17 wherein tl 3 disorder 
is a chromosomal aneuploidy. 
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Claim 19 (original): A method according to claim 18 whereiii he 
chromosomal aneuploidy is trisomy 21 (Down syndrome). 

Claim 20 (original): A method according to claim 17 wherein ^le disorder 
is preeclampsia. 

Claim 21 (original): A method according to claim 1 7 wherein le disorder 
is an imprinting disorder. 

Claim 22 (cmrently amended): A method according to claim 2 12 
wherein the disorder is Prader-Willi syndrome. 

Claim 23 (currently amended): A method according to claim 3- 17 
wherein the disorder is Angelman syndrome. 

Claim 24 (currently amended): A method according to claim 1- wherein 
an Qpigonotic the methvlation difference detected in fetal cells ift- th e plooont a i used as a 
fetus-specific marke r in maternal plasma or Qomm . 

Claim 25 (currently amended): A method according to claim 6 Urther 
comprising the step ofi 

£cl measuring the conc e ntratio ns concentration of organ dor 3r and 
transplantation recipient DNA. 

Claim 26 (currently amended): A method according to claim 25 wherein 
the moosurcmcntfl concentration of organ donor and transplantation recipient D is 
used to predict the clinical progress of the transplantation recipient. 
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Claini 27 (currently amended): A method according to claim 1 wherein 
one individual of the individuals is male and the other individual is female. 

Claim 28 (cuaently amended): A method according to claim 7 7 wherein 
the opigcnotic mnrko f methylation difference is detected on an inactivated X c iromosome 
of the female individiml . 

Claim 29 (currently amended): A method according to claim 2 { wherein a 
methylated DNA acqucnooa sequence on the inactivated X chromosome we ia used to 
detect DNA originating from the female individual . 

Claim 30 (currently amended): A method according to claim 1 wherein 
the opigcnctic difToronoos aro methylation difference is analyzed inside cells. 

Claim 31 (ciurently amended): A method according to claim 3 • wherein 
the e pig e n e tio differoncoo ar o methvlation difference is analyzed using in-situ 
methylation-specific polymerase chain reaction. 

Claim 32 (currently amended): A method according to claim 1 vherein 
the opigcnctic diffcronooa dto methylation difference is used to sort or isolate c )lls from 
the individuals. 

Claim 33 (currently amended): A method according to claim 1 vherein 
the opigpnotic digcrcnooo oro methvlation difference is used to purify DNA fix n the 
individuals. 
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Claim 34 (withdrawn): A kit for differentiating DNA species < riginating 
from different individuals in a biological sample comprising one or more reag :nts for 
ascertaining the methylation status of a species of DNA. 

Claim 35 (withdrawn): A kit according to claim 34 wherein th reagent 
for ascertaining the methylation status of the maternal DNA is sodium bisulfit . 

Claim 36 (withdrawn): A kit according to claim 34 further con prising 
one or more reagents for detecting the presence of DNA. 

Claim 37 (withdrawn): A kit according to claim 34 further con prising 
one or more reagents for amplifying the amount of DNA present in the biologi :al sample. 

Claim 38 (withdrawn): A kit according to claim 34 further corr arising 
one or more apparatuses for obtaining a DNA sample. 

Claim 39 (new): A method according to claim 5 wherein the m thylation 
difference is detected in fetal cells in the placenta. 
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